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discoideum] Requena et al., 2002;
Voiblet et al., 2001
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JK757071  Blastx: DNA repair protein rad50 [Verticillium 2e* 1.2e™ el Accyo igls -
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dehydrogenase [T. atroviride IMI 206040]; GO:
3-hydroxybutyryl-CoA dehydrogenase
[Magnaporthe oryzae] ]
JK757074 nuclear pore complex subunit Nup133 6e " - Cell¥Faiy  udio sl -
[Metarhizium acridum CQMa 102]
JK757075  Blastx: ubiquitin-activating enzyme [T. reesei 1e¥ B.7€Y  coluVYawsjalyshoadonssls  Samolski et
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JK757084 [Cordyceps militaris CM01] 76
JK757079 Blastx: 60S ribosomal protein L40 1e® 296 CeluVYawsjalys ekonioyssls  Chacon etal.
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